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RESUMEN: Se realizo una simulacion computacional mediante el método de dindmica molecular de la estructura de un péptido
sintético cuya secuencia reproduce el extremo ¢ terminal de la proteina p26 del virus de la Anemia Infecciosa Equina (AIE). Se
analiz6 la estabilidad en solucion acuosa de esle péptido partiendo de la estructura que esta porcion posee en el cristal de la
proteina. Los resultados muestran que esla estruclura es estable en agua en los periodos de la simulacidn. Los resultados son
consistentes con los datos de dicroismo circular para este sistema. Se efectud un andlisis de las interacciones que estabilizan esta
conformacion.
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SUMMARY: Molecular Dynamics in water of an antigenic synthetic peptide of EIA virus. Garay, Alberto S.; Rodrigues, Daniel;
Burton, Gerardo; Tonarelli, Georgina. The structure of the synthetic peptide that has the same sequence of the c-terminal of the
EIAV p26 protein was studied using molecular dynamics. The stability in aqueous solution of the structure of such sequence in the
crystalized protein was analyzed. The results show that this structure is stable under the conditions of the simulation. The
secondary structure found in the calculations agree with the experimental results of circular dichroism for this system. An analysis
of the interactions that give rise to the stability of this structure was made.
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